|

0,68

Stpurp_XP_781774.3 insulin_gene_enhancer_protein_ISL-1_[Strongylocentrotus_purpuratus]

Sakowa_NP_001158468.1_ISL_LIM_homeobox_1_[Saccoglossus_kowalevskii]

Brlanc_Islet BLAG02001562

1

Brbelc_XP_019620436.1_PREDICTED_insulin_gene_enhancer_protein_ISL-1-like_isoform_X1_[Branchiostoma_belcheri]

0,94

0,77

Moocci.CG.ELv1_2.S577250.922856.01.p

Harore.CG.MTP2014.5166.9g08171.01.p

0,11 Moocci.CG.ELvl_2.S577250.922857.01.p

0,58

Ciinte_NP_001027767.1_LIM_homeodomain_protein_[Ciona_intestinalis]

0,94

Moocci.CG.ELv1_2.8577250.922854.01.p

0,67

Phmamm_gi|1834488829]emb|CAB3256951.1|MTP2014.S13.9g00576|_isl_insulin_gene_enhancer_protein_[Phallusia_mammillata]

Sccani_XP_038640372.1_insulin_gene_enhancer_protein_ISL-2-like_isoform_X1_[Scyliorhinus_canicula]

1 Xetrop_NP_001159513.1_insulin_gene_enhancer_protein_ISL-2_[Xenopus_tropicalis]

Hosapi_NP_665804.1_insulin_gene_enhancer_protein_ISL-2_[Homo_sapiens]

— 0,28
Dareri_NP_571039.1_insulin_gene_enhancer_protein_isl-2b_[Danio_rerio]

0,98

Dareri_XP_005163214.1_insulin_gene_enhancer_protein_isl-2a_isoform_X1_[Danio_rerio]

Pemari_XP_032829736.1_insulin_gene_enhancer_protein_ISL-1_isoform_X1_[Petromyzon_marinus]

0,98

Pemari_XP_032824418.1_insulin_gene_enhancer_protein_ISL-1-like_[Petromyzon_marinus]

0,75

Sccani_XP_038646798.1_insulin_gene_enhancer_protein_ISL-1_isoform_X1_[Scyliorhinus_canicula]
0,34
Dareri_NP_571037.1_insulin_gene_enhancer_protein_isl-1_[Danio_rerio]
0,81

Hosapi_NP_002193.2_insulin_gene_enhancer_protein_ISL-1_[Homo_sapiens]

0.3

Dareri_NP_001002043.1_islet1_like_[Danio_rerio]



